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Primer name Sequence 5" to 3° product size allel specific

TRH 1 CGCTGCCTGCCCCTCTGC 118 C

TRH 2 TTGATAGGATGCCACGAGCC

TRH 3 CTTGGGCTTCCTCACCTCAAA

TRH 4 AAGCCGTCCAGCAGGATTGC 107 ¢
TRH 5 TGGCCACGTGTCAACTCTC

TRH 7 CATGCTGATCTTCCTTTGGG 143 E
TRH 6 TGGCCACGTGTCAACTCTG

TRH 7 CATGCTGATCTTCCTTTGGG 143 E
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stage time Temperature(oC)
Initialization 10 min 94
Denaturation 30 sec 94
30 cycle Annealing 45 sec 58
Extension 45 sec 72
Final elongation 5 min 72
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TRH 1 Score = 36.2 bbits (18
ITdentities = 18/18 ¢
Strand=Plus/Plus

o
X
1
0
]
it
I
’_-

1]

Querxry 1 CGCTGCCTGCCCCTCTGC 1
LIl 1Tnrilnn
Sbijct 11T CGCTGCCTGCCCCTCTGC 134

) . Expect == T .2
SN .. Gaps = 0/21 (O0%)

Scorxre = 34.2 its <17
ITdentities = 2Z20/21 (o
Strand=—Plus/Minus

Query Z5 CTTGATAGGATGCCACCAGCC a =
1111188000 EL R0 DM RD
Sbhijct 234 CTTGATAGGATGCCACGAGK

Score = 42 _.1 bits (21) ., Expect =
Identities = 21/21 (100%), Gaps =
Strand=Plus/Plus

(ww]
|

MO
W

u
[w]

| Query 20 CTTGGGCTTCCTCACCTCAAA
- IR RN LI T ER BRI RO DD
sbjct 269 CTTGGGCTTCCTCACCTCARARD

[
m

Score = 40.1 bits (20) ., Expect
Identities = 20/20 (100%), Gaps
Strand=Plus/Plus

I

[w ]
i
B}

Q

Cueryvy S ARAGCCGTCCAGCAGGATTGC 28
LET TR I RI T ERATLOYND)D
Sbjct iz= ARAGCCGTCCAGCAGGATTGC 31

ITdentities = 17/18 (94%), Gaps = 0/18
Strand=Plus/Plus

Query = 2 TGGCCACGTGTCAACTCT i8

LY R e RN
Sbjct T744 TGGCCAAGTGTCAACTCT 761

Score = 40.1 bits (2
Identities = 20/20 (
Strand=Plus/Minus

26 CATGCTGATCTTCCTTTGGG 45
It 1rrerninlnreinil
887 CATGCTGATCTTCCTTTGGG 868

Score = 28.2 bits (14), Expect = 479

D= &S00 & RHCE ] 2Ph blood grouap, CoBEae antigens
o

o

(0%)

(0%)
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Genotyping Phenotyping
C ¢ E e C c E e
Cl1 P P N P Ccee P P N P Ccee
C2 P N P P CCEe P N P P CCEe
C3 P P P P CcEe P P P P CcEe
c4 P N P P CCEe P N P P CCEe
C5 P P P P CcEe P P P P CcEe
C6 N P P N ccEE N P P N ccEE
c7 P N P P CCEe P N P P CCEe
C8 P P P P CcEe N P P P ccEe
Cco9 P P N CCEE P N P N CCEE
cio Pp P P N CceEE P P P N CcEE
T1 P P P P CcEe P N P P CCEe
T2 P P P N CcEE P P P P CcEe
T3 P P P P CcEe P P P P CcEe
T4 P P N P Ccee P P P N CcEE
T5 P N P P CcEe P N P N CCEE
T6 P P P N CcEE N P N P ccee
T7 P P P P CcEe P P P N CcEE
T8 P P N P Ccee P P P P CcEe
T9 P P P P CcEe P P P P CcEe
TIO P P P N CcEE P P P P CcEe
T11 P N P N CCEE P P N P Ccee
TI2 N P N P ccee P N P P CCEe
TI3 P P P N CcEE P P P P CcEe
T14 P P P P CcEe N P P P ccEe
TS P P P P CcEe P N P N CCEE
T16 P P N P Ccee P P N P Ccee
T17 P P P P CcEe P N N P CCee
TI8 P P P P CcEe P N P P CCEe
T1I9 P P N P Ccee P P P N CcEE
™0 P P P P CcEe P N P P CCEe
T21 P P N P Ccee P P P P CcEe
™2 P P P P CcEe P N P N CCEE
™3 P N P N CCEE P N P N CCEE
™4 P P P P CcEe P P P P CcEe
T25 P P N P Ccee P P N P Ccee
™6 P N P N CCEE P P P P CcEe
T27 P P N P Ccee P N P N CcEe
T28 P N N P CCee P N P P CCEe
™9 P N P P CCEe N P P P ccEe
T30 P N P N CCEE P P P N CcEE
T31 P N P P CCEe P P P P CcEe
™2 P P P P CcEe P N N P CCee
™3 N P P P ccEe P P P N CcEE
™4 P P P N CcEE P N P P CCEe
™5 P N P P CCEe P P P P CcEe
™6 P P P P CcEe P N P N CCEE
™7 P P N P Ccee P N P P CCEe
T8 P N P P CCEe P P P P CcEe
™9 P P P P CcEe P P P P CcEe
T40 N P P P ccEe P P N P Ccee
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